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EcoR! RBS PelB leader 

13 1 GAATTCATTAAAGAGGAG AAATTAACC A T GAAATACCT ATTGCCTACGGCAGCCGCTGGCT 

1>MKYLLPTAAAG 

Pstl 

Ncol ♦ Pvull VH anti-CD3 

192 TGCTGCTGCTGGCAGCTCAGCCGGCCATGGCGCA - 
12 ► L L L LAAQ PAMAQVQ L Q Q SGAE 

Frame-H1 

254 CTGGCAAGACCTGGGGCCTCAG G 
33^ L A R P GA S VKM S C KA S GYTFT R 
CDR-H1 Frame-H2 
316 GTACACGATGCAC TGGGTAAAACAGAGGC CTGGACAGGGTCTGGAATGGATTGGAT A C A 
53 ► YTMHWVKQRPGQGLEWIGY 

CDR-H2 

375 TTAATC CTAGCCGTGGTTATACTAATTACAATCAGAAGTTCAAGGAC AAGGCCA 

73^ I N P S RGYTNYNQKFKDKA 
Frame-H3 
429 CATTGACTACAGACAAATCCTCG^ 
91>T LTTDKSSSTAYMQLSSLTSE 
Pstl CDR-H3 
491 GAGTCTGCAGTCTATTACTGTGCAAGA T A T TAT GAT G A TCATTACAGCCTT G A C T A C 
112>DSAVYYCARY Y D D H Y S L D Y 

Frame-H4 CH1 Hindlll Yoi linker 

548 TGGGGCCAAGGCACCACTCTCACAGTCTCCT^ 

131 ► WGQGTTLTVSS. AKTTPKLEEG 

EcoRV 

Mlul VL anti-CD3 Frame-L1 
610 TGAATTTTCAGAAGCACGC GTAGATATCGT^^C A PTP A HTPTT r A czr A A TV 1 A r vcz r m r mr^ a 

151> EFSEARVDIVLTQSPAIMSA 

Pstl CDR-L1 
672 CTCCAGGGGAGAAGGTCACCATGACCTGC AGTGCCAGCTCAAGTGTAAGTTACATGA 
172>S PGEKVTMTC S A S S SVSYM 

Frame-L2 CDR-L2 
729 ACTGGTACCAGCAGAAGTCAGGCACCTCCCCCAAAAGATGGAT^ AAA 
191 ► N WYQQKSGTS PKRWIY D T S K 

Frame-L3 

788 CTGGCTTCTGGAGTCCCTCCT^ 

211> L A S GVPAHFRGSGSGT. SYSL 

CDR-L3 

848 ACAATCAGCGGCATGGAGGCTGAAGATGCTGC CACTTATTACTGC CAGCAGTGGAGTAG 
231> TISGMEAEDAATYYCQ Q W S S 

Frame-L4 C kappa 

907 T AAC C C ATT C A C G TTCGGCTCGGGGACAAAGTTG£5AA 

250> N P F TFGSGTKLEINRADTAP 

BamHI c-myc epitope His6 tail 

967 AACTGGATCC GAAC AAAAGCTGATCTCAGAAGAAGACCTAAACTCACATCAG CATCACCATC 
270^ TGSEQKLI SEEDLNSHHHHH 
Xbal 

1029 ACTAATCTAGA 
291>H • 
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EcoRI RBS PelB leader 

^1 GAATTCATTAAAGAGGAGAAATTAACCAT^ 

1> M KYLLPTAAAGLL 
Ncol ♦ VH anti-CD3 Frame-H1 

67 CSTCCTGGCAGCTCAGCCGGCCATGGCGCAGGTGCAGCT^ 

14>-l\laaq PAMAQVQLQQ S GAELAR 

CDR-H1 

134 CTGGG^CTCAGTGAA^ 
36>P GksVKMSCKASGYTFTR Y T M H 
\ Frame-H2 CDR-H2 

198 ctgggtaaaap^gaggcc^^ 

51> W -V K v RPGQGLEWIG Y ' I N P S R G 

\ Frame-H3 
261 TTATACTAATTJTCAATCAGAAGTTCAAGGAC^ 

1B> Y T N Y\N Q K F K D KATLTTDKS S 
323 GCACAGCCTACATGCAACT 

99>staymq\ssltsedsavyycar Y 

CDR-H3 \ Frame-H4 

390 TTATGATGATCATTACAGCCTTGACTAC TC^^rAAfr^ArrAPTrTraranTrT^^ 
121> Y D D H Y S\L DYWGQGTTLTVSS 
CH1 Linker\ VL anti-CD19 Frame-Ll 

452 ccaaaacaacaccca a gcttggcg^tcatatcttgct^^ 

142 ►a kttp k l g g^dilltqtpaslav 

\ CDR-L1 

517 TCTCTAGGGCAGAGGGCCACCATC^ 

164> SLGQRATIS C V K ASQSVDYDGD 

Frame-L2\ 

579 T AG T T ATT T G AA C TGGTACCAACAGATTCC^GC^ G A T G C A 

184> S Y L NWYQQIpXgQPPKLLIYD A 

CDR-L2 Frame-I_3\ 
643 TCCAATCTAGTTTCT GGGATCCCACCC^GGT^ 

2Q6> S N L V S GIPPRF^\GSGSGTDFT 

CDR-L3 

707 TCAACATCCATC CTGTGGAGAAGGTGGATGCTGCAACCT i^CACTGT C A G C AAA GTACTGAG G A 
227 ►L NIHPVEKVDAAT y\h C Q Q S T E D 

Frame-L4 C teppa Notl 

771 TCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAA AC 

248> PWTFGGGTKLEIKr XdAAAAGS 
c-myc epitope Hi^6 tail Bglll 

838 GAA CAAAA GCT GA TCTCA GAA GAA GACC TAAACTCA CAlTC^CCATCACCATCAC T AAAGAT 
27 1> EQKL ISEEDLNS ~H H \j H H H~~ 
899 CT 
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Bglll RBS Pel B leader 

1 AGATCTATTAAAGAGGAGAA^ 

l^MKYLL PTAAAGL 
Ncol ♦ VH anti-CD19 Frame-H1 

65 ^IX^TGCTGGCAGCTC^GCCO 

13 ► L\ L LAAQPAMAQVQLQQSGAELV 

\ CDR-H1 
129 GAGGGCTGGGTCCTCAGTGAAGATTTCCTGCAAGGCTTC 

34> RF\GSSVKISCKASGYAFS S Y W 
\ Frame-H2 

192 GATG AA C TgGGTGAAGC AGAGGC CTGGACl^GGGTCTTGAGTGGATTGGAC A G A TTTGGCCT 
55 > M NkvKQRPGQGLEWIGQ I W P 
ODR-H2 

253 ggagatggtgXtactaactacaatggaaagttcaagggt aaagccactctgactc^ 

76>~G D G D \ T N Y N G K F K G K A T L T A 
Frame-H3 \ 
310 GACGAATCCTCC^GCAGAGCCTACATGCAA 
95> D E S S S t\a YMQLSSLASEDSAV 

\ CDR-H3 
374 ATTTCTGTGCAAGAC GGGAGAC T AC GACGGTAGGC C GTT ATT AC TATGCTATGGAC T 

ii6>Y fcarreNtttvgryyyamd 

Frame-H4 \ CH1 Linker 

431 ACTGGGGTCAAGGAACCTCAGTC^^ GCTTGGCGG T 

135>Y' W G Q G T S V t\v SSAKTTPKL GG 
VL anti-CD3 \ Frame-L1 

493 GATATCGTGCTCACTCAGTCTCC^^ 

156> DIVLTQSPA l\ M SAS PGEKVTM 

CDR-L1 \ Frame-L2 

557 CCTGC A GTGCCAGCTC A A G T G T AAG T T AC AT G AAC TGGTACCAGCAGAAGTCAGGCACC 
177 ►T CSASSSVSY \m N WYQQKSGT 

CDR-L2 

616 TCCCCCAAAAGATGGATTTAT G A C AC A T C C AAAlS T G G C T T C T GGAGTCCCTGCTCACTTC 
197> S P K R W I Y ~~D T S K \ A S~~ G V P A H F 

Frame-L3 \ 
676 AGGGGCAGTGGGTCTGGGACCTCTTACTCTCTCACAAT 

211 > RGSGSGTSYSLTI^SGMEAEDA 

CDR-L3 \ Frame-L4 

740 CCACTTATTACTGC CAGCAGTG G AG T AG T AA C C C A T T CA C G TTCGGCTCGGGGACAAAG 
238>A TYYCQQ WS S N P fVfGSGTK 

C kappa \ c-myc epitope 

799 TTGGAAATAAAC CGGGCTGATACTGCACCAACT GGATCC GAACAAAAGCTGATCTCAGAA 
25&> LEINRADTAPTGS E Q "V L I S E 

His6 tail Xbal 
859 GAA GA C C TAAACTCA CATCAC C ATCACCATCAC TAATCTAGA 
278^ E D LNSHHHHHH* 



Fig. 3 (Fortsetzung) 



